suggests it may occur a t a low but polymorphic frequency. Despite the fact that this variant has been previously found to be electrophoretically indistinguishable from a variant in a Greek family and a variant in a British family [3] , we propose t o identify it separately as albumin New Guinea until the structural basis for these variants is determined. Close genetic linkage between loci for serum albumin and Group Specific Component (Gc) has now been demonstrated using three different albumin variants [2, 4, 51 and the two common Gc alleles, GC' and Gc2. For the three different variants there were approximately 1 recombinant and 66 non-recombinants, 1 recombinant and 18 nonrecombinants, 0 recombinants and 17 non-recombinants. The only pedigree which was informative for linkage of the locus identified by Albumin New Guinea and the Gc locus is shown in figure 1 . The correctness of the relationships of individuals in this pedigree is problematic especially because of the difficulties in communicating with a primitive people, but the haptoglobin as well as the Gc and albumin phenotypes were consistent with the historical data. The Gc Aborigine (Gc Ab) variant which occurs in this family is produced by an allele a t the Gc locus and is not unexpected since it has a frequency of about 5% in this population [l] pedigree of the family it is clear that there is a t least one recombinant. Although the family provides little evidence for linkage, a finding of only one recombinant is not inconsistent with the a priori expectation that albumin New Guinea is produced by an allele a t the same locus as other albumin variants.
The electrophoretic pattern of the slowly migrating variant is shown in figure 2 . I n the starch gel, p H 6.9 system, this variant is indistinguishable from normal. However, in the p H 5.0 system, it is recognized as an unusually broad band of albumin, perhaps resulting from inadequate separation of normal and variant albumin. It was originally identified in two of eight individuals from the village of Uinba (5" 59' S and 144" 14' E). In a later survey, also made for the purpose of malaria control, another sample from one of the probands was obtained and found t o have the same pattern; two other examples of the variant pattern were found in an additional 74 individuals. Gel A Gel B Fig. 2 
